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Characteristics of Specific Flora in the Yellow Greasy Tongue Coating of Breastfeeding Women with Acute Mastitis
XIAO Jinhe' > JIN Xinyan'*> FAN Yingyi’ GAO Chao' PEI Xiaohua’
1. Beijing University of Chinese Medicine Beijing 100029; 2. Third Affiliated Hospital of Beijing University of Chinese Medicine;
3. Xiamen Hospital of Beijing University of Chinese Medicine
ABSTRACT Objective To analyze the differences of flora between the breastfeeding women with acute mastitis
and yellow greasy tongue coating and the healthy breastfeeding women with thin white coating to provide idea for
prevention and treatment of acute mastitis. Methods Twenty-four breastfeeding women with acute mastitis and hav—
ing fever and yellow greasy tongue coating were included in the yellow—greasy group while 17 healthy breastfeeding
women who had thin white coating were set as control group ( thin-white group) . MiSeq high-throughput sequencing
technology in combination with Bayesian algorithm were used to analyze the flora composition of the tongue coating;
the Student’s ¢ test was used to compare the Alpha diversity of the tongue coating flora of the two groups including the
Chao index Shannoneven index and Shannon index; the partial least squares method ( PLS-DA) was used to deter—
mine the similarity of the tongue coating flora structure between the two groups;, Wilcoxon rank sum test and linear dis—
criminant analysis effect size ( LEfSe) on multidevel species were used to analyze the different species of the two
groups. Results The yellow—greasy group had two unique bacteria phyla Deinococcota and Acidobacteriota and 34
unique bacteria genera while the thin-white group had 16 unique bacterial genera showing that the composition of
microbiota in the tongue coating was significantly different between the two groups. The Shannoneven index and Shan—
non index of the yellow-greasy group were significantly higher than those of the thin-white group ( P <0.05) . The
content of Bacteroides in the yellow-greasy group was 29. 68%  higher than 21. 6% in the thin-white group; and the
content of Proteobacteria was 9. 43% in the yellow—greasy group lower than 29.93% in the thin-white group ( P <
0.05) . In terms of bacterial genera the content of Prevotella Veronococcus and Prevotella in the yellow—greasy
group was significantly higher than that in the thin-white group while the content of Neisseria and Haemophilus in the
thin-white fur group was significantly higher ( P <0. 05) . The main dominant bacteria in the yellow-greasy group were
Veillonella Macrococcus Corynebacterium  Prevotella  Desmodium  Prevotella and Solobacterium  while that of
the thin-white group were Neisseria Haemophilus and Streptomyces with statistically significant differences between
groups ( P <0.05). Conclusion The uniformity and diversity of the tongue coating is better in breastfeeding
women with acute mastitis and yellow greasy coating than healthy women with thin white coating and the species
differences are mainly manifested in the higher degree of the richness of Prevotella Prevotella and Veronococcus.
Keywords acute mastitis; lactation period; tongue coating; yellow greasy coating; thin white coating; flora distribu—
tion
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